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, 1993). posed of the IL-2 receptor ␣ chain (IL-2R␣), IL-2R␤, and
When the full-length Stat5b coding region was used as the common cytokine receptor ␥ chain, ␥ c (Taniguchi, the "bait," constitutive activation of the ␤-galactosidase 1995; Lin and Leonard, 1997) . Among the signaling pathreporter gene was detected, possibly due to the presways activated by IL-2 is the Jak-STAT pathway. IL-2 ence of the transcriptional activation domain of Stat5b, rapidly activates Jak1, which associates with IL-2R␤, given that the isolated C-terminal region was also constiand Jak3, which associates primarily with ␥ c but also tutively activating (data not shown). We therefore fo- specifically interacted with the bait construct encoded IL-2 potently induces the proliferation of T cells and augments the proliferation and cytolytic activity of natueither full-length (307 amino acids) Nmi or amino acids 11-307 or 13-307 of Nmi, a gene product previously ral killer cells (Lin and Leonard, 1997) . We therefore evaluated Nmi expression in normal human peripheral isolated in a yeast two-hybrid assay using the C-terminal region of N-Myc as a bait (Bao and Zervos, 1996). Nmi blood lymphocytes (PBL), which contain these cell populations. As shown in Figure 1C , Nmi mRNA was induced was previously shown to also interact with Max and Mxi1, two Myc family proteins that contain basic helixwithin 4 hr after stimulation of PBL with phytohemagglutinin (PHA) or 2 nM IL-2 (lanes 6 and 7). When cells were loop-helix/leucine zipper (bHLH-ZIP) domains, daughterless (which contains a bHLH domain), and c-Fos preactivated with PHA (which primes T cells for IL-2 responsiveness and mimics antigen-dependent activa-(which has a bZip motif), but not with the zinc finger proteins tested (Bao and Zervos, 1996). Nmi maps to tion) for 72 hr and then rested overnight, Nmi mRNA expression remained (lane 10); however, it was further human chromosome 22q13.3 and is expressed in most tissues, although not in brain (Bao and Zervos, 1996) .
induced by treatment with IL-2 (lanes 11-13). Moreover, in preactivated PBL, the levels of both Stat5 and Nmi However, the function of Nmi has remained unclear.
To confirm the Nmi-Stat5b interaction, 293T cells proteins were induced by IL-2 with similar time courses ( Figure 1D ). We therefore evaluated the ability of Nmi were transfected with Stat5b and either HA-tagged Nmi or a control vector. 
